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The status of genomic surveillance of the COVID-19 variant virus in the Gyeongnam
region

Seondo Hwang, Dongcheol Park, Eunju Lee, Seonghee Lee, Byunghak Kang
Division of Laboratory Diagnosis Analysis, Gyeongnam Regional Center for Disease control and prevention, Korea Disease Control and
Prevention Agency (KDCA)

The Coronavirus Disease 2019 (COVID-19), which emerged at the end of 2019, displayed genetic variation in the replication
and transmission stage. As a result, COVID-19 viruses spread globally. The aim of this report was to conduct genomic
surveillance in the Gyeongnam region of the Republic of Korea (ROK). The ROK's Korea Disease Control and Prevention
Agency (KDCA) was established and five Regional Centers for Disease Control and Prevention were newly established to
actively defend against COVID-19. The Division of Laboratory Diagnosis Analysis conduct genomic surveillance to track and
analyze the source of infection and to identify genetic mutations of the COVID-19 virus. The findings of this report were that
new variants of COVID-19 like alpha, delta, omicron emerged in the Gyeongnam region. This report recommended continuous

genomic surveillance for new variants.

Keywords: Coronavirus Disease 2019 (COVID-19), Genomic surveillance, Variant virus

Table 1. The regional occurrence of COVID—19 variants in the Gyeongnam region

Region
Variants No. of variants
Imported Domestic
Alpha 462 " 451
Beta 9 6 3
Variant of Concern
(VOO) Gamma 2 2 0
Delta 10,378 507 9,871
Omicron 13,890 1,427 12,463
Epsilon 11 0 11
Variant of Interest
(VOI) Eta 1 1 0
Kappa 1 1 0
Other variants Non-VOC, -VOI 1,074 13 1,061
Total 25,828 1,968 23,860

* February 23, 2021 (start variant analysis)—June 30, 2022 (No. of tested by Gyeongnam Regional Center for Disease control and prevention)
*\VOC: Variant of Concern, VOI: Variant of Interest
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Figure 1. The distribution of the variants of COVID—19 virus in domestic and imported cases in the Gyeongnam region
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Figure 2. The distribution of the variants of COVID—19 virus in the Gyeongnam region
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Figure 3. The number of analyzed COVID—19 cases
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